In the title compound, C 4 H 12 N 2 2+ Á2C 6 H 3 N 2 O 4 À Á2H 2 O or (1,4-dacH 2 )(pyzdcH) 2 Á2H 2 O, the complete dication is generated by crystallographic inversion symmetry. An intramolecular O-HÁ Á ÁO hydrogen bond occurs in the anion. In the crystal, O-HÁ Á ÁO, O-HÁ Á ÁN, N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds result in the formation of a three-dimensional network. Additionally, -stacking interactions between the pyrazine rings with centroid-centroid distances of 3.7065 (2) Å are observed.
Related literature
For related structures dereived from pyrazine-2,3-dicarboxylic acid with various organic bases, see: Eshtiagh-Hosseini et al. (2010a,b,c,d) . For the biological properties of derivatives of 1,4-diazonia-cyclohexane derivatives, see Iqbal et al. (2001) , Greenberg et al. (1981) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). oxyuriasis) (Iqbal et al., 2001; Greenberg et al., 1981) . The title structure reported herein contains one half of the dicationic
, a monoanionic fragment (pyzdcH) -(pyzdcH 2 = pyrazine-2,3-dicarboxylic acid) and one solvent water molecule per asymmetric unit (Fig. 1) . The center of the 1,4-diazonia-cyclohexane dication represents a crystallographic center of inversion. The crystal structure shows that just one of the protons of pyrazine-2,3-di-carboxylic acid has been transferred to nitrogen atom of the (1,4-dacH 2 ) 2+ ring. Hydrogen bond motifs involving anionic and cationic fragments and solvent water molecules result in the formation a one dimensional chain (Fig. 2) . As is obvious from the packing diagram additional π···π interactions are present in the crystal structure between adjacent pyrazine rings with centroid-centroid distances of 3.774 Å (Fig. 3 ).
The title compound was synthesized via the reaction between pyzdcH 2 (0.20 g, 1.1 mmol) and 1,4-dac (0.10 g, 1.1 mmol) in a aqueous solution (10 ml) stirred for 4 h in 338 K. Slow evaporation of the solvent at r.t. yielded (1,4-dacH 2 )(pyzdcH) 2 .2H 2 O as colorless crystals after one week (yield: 30%).
Refinement
Carbon bound hydrogen atoms were positioned geometrically and refined as riding using standard SHELXTL constraints, with their U iso set to 1.2U eq of their parent atoms. Oxygen and nitrogen bound hydrogen atoms were located in a difference
Fourier map and refined isotropically.
Figures Fig. 1 . Molecular structure of the constituents of the title compound showing the atom labelling scheme. Thermal ellipsoids are presented at the 50% probability level.
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